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<210> 1 

<211> 868 

<212> PRT 

<213> Virus HIV-1 
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Met Glu Trp Asp Arg Glu lie Asp Asn Tyr Thr His Leu lie Tyr Thr 

645 650 655 

Leu lie Glu Glu Ser Gin Asn Gin Gin Glu Lys Asn Gin Gin Glu Leu 

660 665 670 

Leu Gin Leu Asp Lys Trp Ala Ser Leu Trp Thr Trp Ser Asp lie Thr 

675 680 685 

Lys Trp Leu Trp Tyr lie Lys lie Phe lie Met lie Val Gly Gly Leu 

690 695 700 

He Gly Leu Arg He Val Phe Ala Val Leu Ser He Val Asn Arg Val 
705 710 715 720 

Arg Gin Gly Tyr Ser Pro Leu Ser Phe Gin Thr Leu Leu Pro Asn Pro 

725 730 735 

Arg Gly Pro Asp Arg Pro Glu Gly Thr Glu Glu Gly Gly Gly Glu Arg 

740 745 750 

Gly Arg Asp Gly Ser Thr Arg Leu Val His Gly Phe Leu Ala Leu Val 

755 760 765 

Trp Asp Asp Leu Arg Ser Leu Cys Leu Phe Ser Tyr His Arg Leu Arg 

770 775 780 

Asp Leu Leu Leu He Val Ala Arg He Val Glu Leu Leu Gly Arg Arg 
785 790 795 800 

Gly Trp Glu Val Leu Lys Tyr Trp Trp Asn Leu Leu Gin Tyr Trp Ser 

805 - 810 815 

Gin Glu Leu Lys Asn Ser Ala Val Ser Leu Val Asn Val Thr Ala He 

820 825 830 

Ala Val Ala Glu Gly Thr Asp Arg Val He Glu Val Val Gin Arg He 

835 840 845 

Tyr Arg Ala Phe Leu His He Pro Arg Arg He Arg Gin Gly Phe Glu 

850 855 860 

Arg Ala Leu Leu 
865 



<210> 2 
<211> 5 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Hydrophobic peptide added to the terminus of the 
antigenic peptide 

<400> 2 

Phe Leu Leu Ala Val 
1 5 



<210> 3 

<211> 5 

<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Hydrophobic peptide added to the terminus of the 
antigenic peptide 



<400> 3 

Val Ala Leu Leu Phe 
1 5 
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<210> 4 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Hydrophobic decapeptide 



<400> 4 

Gly Gly Tyr Cys Phe Val Ala Leu Leu Phe 
1 5 10 



<210> 5 

<211> 68 

<212> PRT 

<213> P. falciparum 



<400> 5 
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35 
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Asn Val Asp Pro 
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40 

Asn Ala Asn Pro 
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<210> 6 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic linker 
<400> 6 

gatcccgggt gactgactga 

<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic linker 
<400> 7 

gatctcagtc agtcacccgg 

<210> 8 
<211> 16 
<212> PRT 

<213> Artificial Sequence 



<220> 



<223> Synthetic oligopeptide 



<400> 8 

Gly Asn Val Gin Ala Ala Lys Asp Gly Gly Asn Thr Ala Ala Gly Arg 
1 5 10 15 

<210> 9 
<211> 16 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosomal peptide pepG 
<400> 9 

Tyr Gly Gly Gly Cys Thr Gin lie Thr Glu Pro Thr Cys Asn Ser Ser 
1 5 10 15 

<210> 10 
<211> 10 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosomal peptide pepMl 
<400> 10 

Tyr Gly Val Pro Val Ala Thr Gin Thr Gly 
1 . 5 10 

<210> 11 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosomal peptide pepCMl 
<400> 11 

Cys Tyr Gly Val Pro Val Ala Gin Thr Gin Thr Gly 
1 5 10 

<210> 12 
<211> 30 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosomal peptide pepCM3 
<400> 12 

Cys Tyr Gly Val Pro Val Ala Gin Thr Gin Thr Gly Val Pro Val Ala 

15 10 15 

Gin Thr Gin Thr Gly Val Pro Val Ala Gin Thr Gin Thr Gly 
20 25 30 

<210> 13 
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<211> 47 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosoma! peptide pepMS 



<400> 13 

Tyr Gly Val Pro Val Ala Gin Thr Gin Thr Gly Val Pro Val Ala Gin 

1 5 10 15 

Thr Gin Thr Gly Val Pro Val Ala Gin Thr Gin Thr Gly Val Pro Val 

20 25 30 

Ala Gin Thr Gin Thr Gly Val Pro Val Ala Gin Thr Gin Thr Gly 
35 40 45 



<210> 14 

<211> 48 

<212> PRT 

<213> Artificial 



Sequence 



<220> 

<223> Trypanosoma! peptide pepCM5 
<400> 14 

Cys Tyr Gly Val Pro Val Ala Gin Thr Gin Thr Gly Val Pro Val Ala 

1 5 10 15 

Gin Thr Gin Thr Gly Val Pro Val Ala Gin Thr Gin Thr Gly Val Pro 

20 25 30 

Val Ala Gin Thr Gin Thr Gly Val Pro Val Ala Gin Thr Gin Thr Gly 
35 40 45 

<210> 15 
<211> 7 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosoma! peptide pepLl 



<400> 15 

Lys Tyr Asn Ala Thr Lys Ala 
1 5 



<210> 16 
<211> 8 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Trypanosoma! peptide pepCLl 
<400> 16 

Cys Lys Tyr Asn Ala Thr Lys Ala 
1 5 



<210> 17 
<211> 34 
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<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Synthetic DNA hydrophobic decapeptide coding 
sequence 

<400> 17 

ggtggttact gcttcgttgc tctgctgttc tgag 34 

<210> 18 
<211> 38 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Complementary chain of the hydrophobic decapeptide 
encoding sequence 

<400> 18 

tcgactcaga acagcagagc aacgaagcag taaccacc 3 8 
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